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- ZF&H| : Genetic Perspectives: One Science, Multiple Dimensions
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Suwon Convention Center
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Opening Ceremony

TICG5K 2025

Plenary Lecture
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Closing Remarks
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“ GSK Award

The Journey from Gene Discovery to
Therapy in Humans

Un-Kyung Kim
Kyungpook National University, Korea
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Chung Hae-Moon Early Career Geneticists Award

Genomic Time Machines: Tracing the Temporal
- Dimensions of Aging and Neurodegeneration

JungSoo Gim
Chosun University, Korea
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Deokang Chung Choo Lee Award in Genetics

Treasure in the junk DNA:
- A Genetic Suppressor that Restores Male Sterility
Caused by Transposon Activation

Sungjin Moon
Kangwon National University, Korea

International Conference of the Genetics Society of Korea 2025

ICGSK 2025
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International Conference of the Genetics Society of Korea 2025

ICGSK 2025
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COSMAX BTI Excellent Research Presentation Award: 35T
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ZE el R A= 0stm sxg
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MNErfstw HEAFO] University of Tsukuba, Japan Qingyin Qian
MIEChstn SX|2 University of Tsukuba, Japan Duoduo Shi
St H IS4 12 B2 Harbin Institute of Technology, China Yutong Song
AMCHstw PARN =] Kasetsart University, Thailand Warunya Suksa
MLt Q=X Harbin Institute of Technology, China Yanan Wei
University of Edinburgh, UK Nikos Avramidis Harbin Institute of Technology, China Xinyue Zhou
A0Sty Nicole Bon Campomayor Harbin Institute of Technology, China Tianmu Zhang
Mg 0j2I%

International Conference of the Genetics Society of Korea 2025

ICGSK 2025
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The 80" Annual Meeting of
the Korean Association of Biological Sciences
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2025 $H2Q IS
STt AEd et
RNA Therapeutics Laboratory

A. N3 AFAS 43 RNA (circular RNA)Z 0|25t M| LK
QEAL e ZEZO| JH non—-coding RNA (ncRNA)X| 2|8t post-
transcription2} translation HAA S STAL £& 7|M 12|10 K
HHOIMC ncRNAS] A&tof| CHoh Aot AELICE AXH S0
&5t U= ncRNA= tRNA-derived small RNA (tsRNA)ILICEH

IR I A2 tsRNAE HHHiE S0 B T3 ncRNAQ! tRNAL| CHFst £ 20j| A
24 @R ribonucleased| 218 HEHEI0] 0i2f Etelo2 MMELICE 02{3t 24249
Rl R EFRIDICH CI2 MADHEI REAL 2 7|18 7K QUELICE tsRNAE
chety CHISH Of, A1 MBkDL 22 MZ$H W 42 BAJL U Ho2
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A. X35 AR ME X tsRNAX 28 mRNA secondary
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tRNA-derived small RNAs (tsRNAs)

5PPP ..o '.--UUUUS‘

el |
d Nucleus Cytoplasm € Ribonuclease
| O Modification

RMNA pol Il

Type Il tsRNA (tRF-1)

ic DNA B Pre-tRNA
€ !
)

] Type | 5'tsRNA (tRF-6) = Mature tRNA == UUUU3 16-48 nt
-

f

m'ASE
tRF-5a by TRMTEIE1A
(14-18 nt) == Type | 3tsRNA (tRF-3) =
? ]
{RF-5b tRF-3a
(22-24 nt) e e (18 nt)
meLIS4
by TRMTZA
{RF-5¢ 4 tRF-3b
(28-30 nt) : _O (22 nt)
miCan miC48, 49, 50
by Dnmt2 L] by NSUN2
~—! 5'tRNA half (StiRNA) = 1 Internal tsRNA (i-RF) —{ 3'tRNA half (3tiRNA) =

i

e
30-40 nt Variable 30-40 nt

Modified from Lee, Saebyeol, et al. Experimental & molecular medicine (2023).

Q. A+ |

1. tsRNAO]| 2|8t mRNA secondary structure Z& 7|H ¢4t

A. Leu(CAG)-tRNAQ 3" Z0 M MMHE= 22nt tsRNA
(LeuCAG3'tsRNA)= ribosome biogenesistl £3t &&tS o= ribosomal
protein S28 MRNAZQ| secondary structureE HFHL0{A] ribosomal protein
S28 mRNAZS| translationg &0[5| BHE0 &L 9oiA UELICE ofA(EL
target mMRNAZQ| secondary structureS HHL= XtMISH 7|0 CHof M=
OFAZEX] H5L7F DIH[oF7|0 = AR HUM= LYot Next-Generation
Sequencing (NGS) B2 02610 tsRNAW 2/st mBNAS| secondary

structure H2ts Ao AL SHLCY
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2. tsRNAO] 2|t gene upregulation & 7|H™ ¢4
A. 2 AFH0ME 7|E00 LHXIX| L2 MER EFYQ tsRNAZE
o

mouse lung cancer modelOjjA O =2 EaiZ HO|1] S S LI CH,

Ofm
ol
s

]
~

0|24t tsRNAZ} target geneS upregulation A2 4= ASS MElS
SASLICE O] M2 B9 tsRNA= mRNASQ| secondary structureS
HFLO{ translationg SAAI7|= tsRNAQF THE 7|8 E 7HX|1I Q= A2
IOfE| 1T QU1 24X 1 AtM[gh 7| H01| tiet G415 £lll S0f| JASLICE 0 Hlah
Genome-wide CRISPR/Cas9 knockout screeninge 020t MZ2 ERIQ]
tsRNA2H 0| = REAE ZOAF efLCH 22t OfL 2 M22 EFYC
tsRNAQ| biogenesis, biological target, LSt AEHA MBOAQ] HdHS
20lot7| gt HTRE HAHGHH small non—coding RNA (sncRNA)O| 2|5t
FEA o 2 7S gfol/| flet AHE Tldlfotd USLICE ESL canceret
A

S A ZHOA OfH2t tsRNAL| HHof THall M = S+ S| ASH

Ct.

3. tsRNA sequencing & detection Bt 7Hwt

A. 2 AFEE2 tRNAZRH FHEO Y4 tsRNATE Cbet fat
=0 20| U2, biomarkerZ 0|2 = U= 7tsd S0| ENED
SLICE 0]218t tsRNAS ATL6H| Yol NGSE 7[RI 2 st A30| SL0tKITH,
=280 Hlo 241 LHO| O42f 7EX] SHAIFEO| EX =Lt £5| mature-
tRNAGIA HHE|| MM= tsRNAE post-transcriptional modification
(PTM)E &&35| HO| 7tX| V| IE0| NGS 242 +&st= o UK
Yoi=0| FLICE & ATFAR 0[2{3 SRS F=517| flh tsRNAO| S0[5Q!
sequencing methodZ &ot= SE Fldotil USLICE Eof tsRNAL)
ME FEst 248 O0[oH of7| ¢

LTt

1k}
rio

=

o

A
>

4. ¥3 RNAE 0|23t mRNA vaccine platform 7H%t
A. &8 RNAE= Scap X2 3'poly(A) tailo] 9= RNAZ 025t
2N EN HE0| M W EollsA 0 thet Metdo] =20 M3 RNAO
i QHEXULICE M3 AT HUME HF RNAS 0[8ot0] M RNAS
2 =225t mRNA drug platform2 7H&35H| ¢
0 Xzt Het X g2t OTC Z2HS X=A Ny ALz T

D:-LI

ol

o
oA

o

i

ror

=2
S
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O QUBLICH M3 mRNA #AIS HLY &9 2HS0| Lon, RXXOZ

X
oFdol| M= =XN2 JH=2 7SE0{0F ettt= SHAIE0l /AL

mx rlHlI Ol

s
& mRNA 7|&2 5'capping & modified nucleotide 7|& S0i| CHEH £6{7}
7| M0l 7|=H, A X0 2 H2tLCt. 0]0i Lol %% mRNA= 7|&
E5I1E R3le = U= 7tsH0| I 1, FAULCE HE Y

SO10l Y SHUME |2/6t, XM mRNA SHEC = =1
UL

Ol2fet AT E HIZC = M= A S Al 814 3 X2 X2 ZHEOf 7[0fet
= s A= J|0HotT JUELCE

E
r>-
oQh

3
X
=
>
HT
o

A Exonucigase degrades mRNA ]

c — 4 fromboth 5 and 3’ ends /’
‘—ma—z—c::—m—m—mm—uw
+ Exonuclease
‘w5 capping Poly A tading acthvty is inhibted

Exonuclease l Digestion

7 IREL of IRES- like element

'—{@J—:}—:I—:I—{:}—LGMD—AWM
’
¥ 5 capping Poly A taifing
Trans[auon
¥
ABAL

WE cappang ., Poly J\In!lln]

1rnnqll\noﬂ tactors

binds at 5 end and \

inftiates transiation These elements
inftiates circRMNA
translation

Adapted from Das, Uddalak, et al. Cancer Pathogenesis and Therapy (2024).

O
>
ol
>
>
=
fo

A. X3 AFA2 OfA ChAFet st=Mig|of oot StEX dHs
7|17t A& 2L ME International Conference of KSBMB,
International Conference of the KSMCB, g|HaittE0E22] KSBMB-
EMM Winter Conference, S0 &0{5t! ACH, si2/0|AM= annual RNA

Society meeting, tRNA Conference & Ctot st=s|0f| 206t QUSLICEH
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O THFOIA H A HTXSTO| DR Sof HS LT, M2 K4S
SESOI0), A ¢TSS TiofE 4 Yl 718 20 UsLIC

3t Q1A LA 37 1X401 OISRt B4 Xi2I2 Sofl M22| A K3y sty
HUE TR0, U =0I2 S M| AYES £007| S5t 2S ot
QUL
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NEXT Lab - Nanobiomedical Engineering x
Translational Therapeutics

POSITION & SCIENTIFIC
APPOINTMENTS

09/2025 - Present
Assistant Professor
Hanyang University
Graduate School of
Biomedical Science and
Engineering

Seoul, Korea

06/2023 - 08/2025
Postdoctoral Research Fellow
Harvard Medical School

/ Massachusetts General
Hospital

Advisor: Ralph Weissleder,
M.D., Ph.D.

Boston, MA

09/2022 - 05/2023
Postdoctoral Research Fellow
Hanyang University

Advisor: Dong Yun Lee, Ph.D.
Seoul, Korea

EDUCATION

03/2016 - 08/2022

Hanyang University

Ph.D. / Nanomedicine
Advisor: Dong Yun Lee, Ph.D.

Dissertation: Development
of orally absorbable gold
nanoparticles for targeted
phototherapy to brain tumor
Seoul, Korea

03/2012 - 02/2016
Hanyang University
B.S. / Department of
Bioengineering

Cum Laude

Seoul, Korea

AN o= A LIS 2HEo| 27101 FAMIL.

=
NEXT Lab2 HAME, 55| LAFAIME(APCs)2| FT-TIAL

> O
nz
i

m2 IS HUSH Rofts XM ML 7|52 JHehs Gl
M| A7 S ME A X3 (adjuvant)dl oEsts 7=
HAXH M0 SO, mRNA,siRNA % eidt 7[8F MSE APCsOf|
MEXO2 MUSI0] BIo] HISo| SN YT QMBI +F0A

Ql5H H(glycan) Q1A HAHLIS0| 7|HI5t APC-targeted LI FEA|
HZ(CANDI, Sugarplex, Glycan-CODE £)g 7H&stl U2,
iy EM=2 0|8 SY DMSE L HIH L APCs2 TALA|

A0 =

s}, AOIE71Rl 2|2, etE MA| sH9| MEYS MAXNCZ #Hot!

HEO2 2B o7

\

< g slzeE 28

h
b fﬁ 33 E mu —solz
nocenej |Fesrocene-Guaniding)
5‘*\%;1‘ “ym
’
Al g RS Tx?%v

[ B-Cycindextrin} dsANA+L 24 2H5 B (90 nm)

I.\ . o ! @ zu-FEE 2y |
L (Fesrocane-Fiuorine). '8 9 6 5]
'Sugarplex W&l EH &' SEY HASUE GN 4
@ @ PP —
mANA+E B AL 2P E 24 (180 nm)
‘ @+® @ — el
@+® i | i‘-. dsRNA
Cyciosextrin 28 T8 ol 38
PR A= .
chEpls =g Wy 13 @*@ _é-i) mANA
*Sugarplex W4 SR N A

B-Cyclodextrin 7|8t A7tEE LieZ3HE(Sugarplex)2l &d HiAHLSR 72X THfd
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2 APC-targeted

A. NEXT Lab

Btex]
[mAt

EF1E MAS

M 2 220N oE X=X 20|

ESSYRS

NEXT Lab2| &Q¢f H[TH]LCt.

bl‘

'NANGBIOM

7))
—
T
-
Lul
O
<L
=
]
by
=
el

X TRANSBATION®

H

NEXT Lab =211 & H]
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HI0| 20|01 HO|E ESEMME]/et=x7 | EafsIX|ACT 2 /Al e HRELT

Bio-Imaging Data
Quality Leading Center

—_ 1
K-BDS
Korea BioData 45  x Metadata Curation
Station « Provision of Standard
=29 Operating Procedures
(: Bio-lmaging Data
Quality Leading Center

* Metadata Upload

* Metadata Search

* Data Reuse / Reproduction

» Professional Researchers /
Research Teams

Bio-image UPLOAD Q

K-BDS(http:/kbds.re.kr)
abby1201@kbsi.re.kr
S jSa0801@ewha.ac.kr

HIOIL0I0IZE HIOIE SEMT=HIE] K:BI 27| E SR HUATH @, il M,*w =

Bio-imaging Data Quality Leading Center ROREA BASIC SCIENGE INSTIUTE
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About ABclonal

IABdonal

ABclonal Technologyi= 20114 H2iEl 22 M3t HUE, cipxie] HTHE JH4stst SHUKQ! Ao HH| A4S
RIZELICH 7|% 4Bizre ATolH o) ®7, EH0|S0/oHE :'HEE', MY ofst, HLTIEHIVD)oN 027|174 EL2 2ofolA
YO\ T MBS 4 Qs SRHS HTH0 A SPRED 2 4T FaLIC

ABclonal® SR Ao}, A7 BH|, &E S| Y AHIAS 4 Al HOIZ 61T YO0| AR BN, EAMEY B4,
NGS 2t0|E22| =t 7| E 5 st 235 THEE) FH| JHEE T, IVDE 21T, ELISA kit & CHeH 1S ZEZS|RE BER

ofm et

02 CHALEAIZ A9t 222 HIEHTE 7I¥102 ABclonal2 & APl Bi7AHE0| TS HEH6in TEs 2 Ho/HE e
o 4 ATE DB WEH Al HH|A SUES FFBLIC, ﬂgi: RIES B2, Yad o Az HE|S B - cl
REIX OfREE HAE B8l 4242 Sa A70 SAM T WHE X4HO Xt D USLICH

One-stop Life Science Research Solutions

Immunology Produts

ABclonal2 SMab™ SRES J|Hto= ¢ MER £7) HE2

4, HRO|2A|U2] EHM|, ELISA kit 5! THEE ChEs ot
THE HS HE TEER|28 MIHLICH

CRO Services

i

10,000% O|Me| TiEE £7| HEE UHE 42502 HY-23
o 2 ZEE HiEoZ, SEsin ZEHe ) M| 75t
T 2| clorst 12 OiEE Mu|AZ X260 QlELIE

&

S Molecular Biology

ProGenlLab™ Al 7|5 Molecular Protein 7 S2HES 228y
71% 1jE E2, High-throughput A3, It B0 Fetol
2 2E 71T CiT B AY%E SSFHOE T fELch

Instruments

i}

ABclonal2 HIXIE! EH|SE| 0 X3 AAHW 0[27|71A],
DEF ZE 9 HE HF M| AAEE Tee Cs H| ZE
Z2|2E R olon Hndo S $EME FSwch

ABclonal2 % 50,000 21 0|2] =t& 2121} 360,000 & =35l =4 YHE HEE 7|SolH
3 H& CiteAb 218 =F 2|HEEN 0|2 SRS
O|=2fEt dat= F Al HPAHE0| 8ol D HET M=IE += li= ABclonal H[E2| SHE YUEHLICH

24 32jo}

(F)olloel 2
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The 1 most cited antibody vendor
Top 100 cited antibodies
Antibody supplier to Watch in Europe
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N(ngogene ‘ Advancing Genomics,

Improving Life

Advance your research
with our multi-omics services

o B 10X
*s..m — d
L]
Genomics Transcriptomics Proteomics

Human Whole Genome Seq mRNA Seq Olink Explore HT

Human De novo Seq Non-coding RNA Seq
Whole Exome Seq Isoform Seq Metagenomics
Single Cell Omics Epigenomics Full length 165 Metagenomic
Amplicon Seq

Single Cell Gene Expression ChIP Seq Shallow Shotgun Metagenomic
Spatial Transcriptomics RIP Seq Shotgun Metagenomic
Single cell Long read Seq Whole Genome Bisulfite Seq Microbial De novo
Single cell multi-omics MethylationEPIC Array Microbial Resequencing

Features and Benefits of Partnering With Us

» Multi-platform Offering. Your one-stop solution for multiple services across
different sequencing platforms simultaneously.

* End-to-end Services. From DNA/RNA extraction to data analysis and delivery,
with competitive turnaround times (TAT).

* Real-time Project Management on our Customer Service System.

* Local Expertise and Convenient Lab Access in AMEA. Benefit from highly skilled
Technical Specialists and Sales Representatives, with labs in Singapore and Japan,
providing superior project support.
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EG TECH

INDUSTRIAL

VISION SYSTEM

Create Better Quality Of Inspection

H|C|2 §ojE AlAH

* IMS LEDMobile Type / Desktop Type)
*|CS Pro LED

+ICS

shy #t2] £ 4 Software

HIC|2 LHAFE AlAE

VIDEO MICROSCOPE SYSTEM

5
=

= [ HIES ZAL A Chsst Hﬂéﬂa X
2'a 3

EOE B4 Ok HAGIYE 7100 xxto2

Sy 2, EARLICH
- &4/F FHAE 3 O s

- 0jojx] ME Y &3 4 Hyo o4
- AF20| Hajgt ZHHEt =5

- Helgt Exd

- HE / HIEE YA g4

— Ciarst = HiE Al

- HEE g9y 7

- 38 S 22 A Ee

- e ZE dAPEUAE |92)

bk bk A
I e NP

ﬁ '% RekR
‘ ol e vcu SO BE N AR e DA B DY (MO HN

(et a0 o] o] SUEEE

Olofx| 73, ¥ £3 ¥ Hyel 8014

Jooe)  [ooel| [s008) [500d] [oood] el

HEEE CAP - TS TS ZAA ZASHE RehAiH 22196 1E 20t
’1’-11. HAE STER]| TSI CamerS Rl MR AE

VIDEO BORESCOPE SYSTEM

g Mt A ASSE ZE 7N 7XE Y
Irner inspecticrd] HR8 (HAIES shv| s
HCHET] 1 IRE 2Ry 2EE = A8
MNUE BSE 20, BED ZANDTE
B 2itvisual Teslingl2® ARZEILICH

(AR HAe] 2

M el 2

T ) 2 A BB

26l - 27 5 BERE 7N 248 Y7

W EeR LEHTHE A
Ronablediof 4t 3 &R} 20/8

H0[X| o URE IRED Hein oY

http /wwwiegsoope com
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www.theragenbio.com

] THERAGEN BIO

S2E [N 2MMH|A 5 SHE Ot MPHEI|Y H2PHEIO0|2

E|2pHiBto| .= =L 7000{2|2 F2Sat 8H2f 4004 IH= o
| QK2 A Mo ASHIESI0] 4MCH oK1 S SHIMk(NeoANtigen) 7
afe= 2R R EAFE A A JHHZHE )

il SEH e e 7
off o1 =ixjopizbo Al 5|20t A

A=

DNA Sequencing (WGS/Target Seq)

- Whole Genome Sequencing (Short Read)

- Whole Genome Sequencing (Long Read)

- Whole Exome Sequencing

- Targeted Sequencing ) )
Transcriptome Sequencing

- Total/mRNA Sequencing
- Small RNA Sequencing

- Long Read RNA Sequencing

- TCR Sequencing
. DEEPOMICS® FFPE Single cell RNA-Sequencing
) . Spatial

' - Xenium
gisiim b Epigenome Sequencing
- Targeted Methylation Sequencing
‘ - Bisulfite Sequencing
- ChIP Sequencing
‘ Metagenome Sequencing

-Amplicon Metagenome Sequencing
-Shotgun Metagenome Sequencing
-Full Length 16S rRNA Sequencing

SNP Array
& % & ‘. p PP f
Global genome service provider and / / ff
)/ ‘

i
Platform-based biopharmaceutical company / /
- O

/

@

y
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FABUL B710|E

thermo

scientific &4CH2|H
v BSC (‘4= QT2 ALH)

v Ultra-Low Freezer

v/ CO, Incubator

Y 7|x= P SE TAS!

AXEO| 1 sales@labguide kr

ZAB|A L0|=

| 2AF: CHFHSAl 87 HOHEEHE 60-20 | T.053-292-4574

|y P A EF FECR|R 242 37,22 (A HAHE, 0849d) | T.070-7178-4057
| E-mail : labguide@labguide kr  Mall : www labguide . co kr
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Scitech Korea

with integrated ‘

LUDXK

LEDs &
PHOTOSENSORS

02-986-4413~5

L] scitech Korea
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LCK
TECHNOLOGIES

tﬁ Mioiarst gl Blo|@Aeio] MEE A2 Tl

_, (F)EMFoHIF == XA

&V LCK TECHNOLOGIES Co, LTD.

i Mgt COPLEY PGS HEEN SCIEX

|H T ~ 4

ThermoFisher Scientific SegStudio
SeqStudio™ Genetic Analyzer System with SmartStart SCIENTIFIC

+  All-in-one cartridge : A2} I24| 210 6718 S0t 1000% AR 7Hs
. . +  Sanger Sequencing : &3 F7| M¥ 240l 21Xzt
| «  4A-Capillary array X[# 96-well plate2} 8-strip tube A2
_\—/ +  Touch screen® E8 setup® operation 7ts

FeIFE X222 Setup and run, Monitor, Analyze, Share ks

Agilent BioTek microplate reader i
Agilent BioTek Absorbance microplate reader EPOCH2 i Agilent

: ‘ = UV-Vis 38 B S 20 78, 200nm~999nm THE H2

Touch screen : End-point 3! Kinetic &5

g {; «  4d-zone 2IHH|0IM : H[CHE5°C 2IRH|01HE, SEEH SHE

| «  C2st S20|E : 6/12/24/4B/9B5E = 384-well, Take3 =it HE
- @ i
2 A MEEHA 2T YHR 401, 481504 T.02-2631-2122 / F.02-2631-2123
(FIEMAOlH I mE=X]|A ' [ _— - —
L TECHMOLOGIE Contim BAMEE  RAZEA S GECNE 571, #201 T, 051-303-2116 ( F. 051-304-2116 admin@cktech.co.kr
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Oxford Nanopore
Technologies

To enable the analysis of
anything, by anyone, anywhere.

Long - Read Sequencing Platfd £

Ht=S M B (Repetitive sequences) , BASECALLER

X HHO|(structural Variants) £2A10]] |
PCR Z£210| Real time sequencing
Direct RNA SequencingE £3%t Methylation

RS T2T ( Telomere—to-Telomere) Assembly 7+s

"

Nevooene
éﬁ\m W ENGLAND i::} g

Biolabs Sequencing S%fgal
Promotion

Cloning &

Supporting MDx/

~
mRNA vaccines/OEM Synthetic Biolo
- - — Whole Genome
v Ww\k“ ':3- Sequencmg Promotion
e O
DNA Ampllflcatlon . Genome Editing Human WGS B2MTSLy 610 000
PCR & qPCR " (30x Read Depth Output) HA O|ZEHA| 570 ooos!

Hr A

A ,,.u Bl TRt Mouse WGS HEebt 580: 000«
= (30x Read Depth Output) M O|ZEtA| 540,0008
NGS Sample Prep &
RNA Analysis Target Enrichment "

(Fw NovaSeq X Plus

Lane Sequencing - 375Gb
Protein Expression NGS Platform : NovaSeq X Plus, PE150

--."

Epigenetics

5 == 2,200,000k
. & a . T} -3:393 l
Protein Analysis
& Tools l

'y

Protein Purification
— MRNA Sequencing
_ Service
Glycobiology i
& Proteomics !ki\."'

Sequencing platform: NovaSeq X plus, PE150,6Gb/sample

EaE 250, 000%J

24 0 ZA 540,0008

Cellular Analysis

(F)2I32oEHIRE=X|

)/\ PhlIeKorea M :08507 M SHAIAICIX|E12 168 L2IZI0|2AM2| BS 1023 /02-2105-7020

Wedical & Bio Science since 2000 A1 - 34025 L R-d-L T L 22 187 (84+3), O|HE|Z - 2E 24t BS 1112 / 042-862-9636
-https://www.philekorea.kr  -E-mail : info@philekorea.co.kr
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SINGLE CELL SUSPENSION DISSOCIATOR

Single-cell suspension
- Single cell sequencing
- Primary culture
- Flow cytometry analysis
- Cell sorting
- Organoids

Homogenate

- Nucleic acid extraction and purification
- Protein extraction and purification

APPLICATION PERFORMANCE — PRIMARY CELL CULTURE

bright field

DSC-410 dissociated 2 FIow cytometry determined
mouse liver cell activity > 90%

Few cell clumps and PAS staining 5 Good adhesion growth
cell debris on 3d of cell culture.

PRODUCT CONSUMABLES AND KITS

-
Consumables
[Fah Aty Adpos Tisue Eramat Desten Kiiovseandra) | owesoo | st |
T —

HIO| %I bioengine@bioengine.co.kr
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Solid Cancer &
Hereditary Disorder 1ot ol doliof « BRCA1/2 « Oncorisk
Panels HANSZ «  CancerScreen Core/50/100/400/Comprehensive/CUP

FUd Het +  Disease-specific Panels

HHNE Somatic Cancer / Blood Cancer / Hereditary Cancer / Cardiology

Neurology / Hematology / Dermatology, and more

O JjA Yo AHIE Sl 45 B5S =t HTY, RLY, HY HALS ctDNA HE YL
AR Iy D2H M7 d02|E, BEA-IE(UMI), 0= HH 7|8, Al 2|X35t 7|8 & 42 aA0] el

7180 HEE0 M2 Lo ANZE =2 UHE2 HAP} 7S
Liquid Biopsy
Panel

HANS «  CctDNA - Colorectal

+  ctDNA - Breast
«  ctDNA - Lung

WX B2L4] H10|2/A (Pathogenic Viruses)S A5t T HES Z25517] 9Isi Aol @701 23 JHUEIUSLICH
A= Wy HO|2{A ] ME RMA| MY EAH(WGS)1t HEE SHHO|Q # t“-’EUTI M_ f‘;"%’# AFLICH

71E MEE IE Qo CHfsH Hio|2{ACt X & HAH 2AS 2I8 IEH T M JHsELICH
Pathogens

Detection Panels
HAHE «  Comprehensive Respiratory Virus Panel

«  SARS-CoV-2 Whole Genome Sequencing Service
« Human Immunodeficiency Virus(HIV) Panel

«  Porcine Pathogen Panel Series
1) African Swine Fever Virus(ASFV) Panel
2) Porcine Epidemic Diarrhea Virus(PEDV) Panel
3) Porcine Reproductive and Respiratory Syndrome Virus(PRRSV) Panel

NGS ML Al CHeh AJEY B2 %(f'ﬂ oS SEH OfHEQt O il SUE MBStz 2t0122{2] Mt 7|EQt §EX¢
o J|E} = 2t0|222| bzt %BH Di)ub!e Stranded cDNA &4 9\_ , Magnetic Beads, Polymerase,
Enzyme S NGS &30l H3H Z4E AAS JHY & MZIGHE UFLICE
Other NGS
Reagents
2 HE «  Library Preparation Kit
«  Double-Stranded cDNA Synthesis Kit
«  Hybridization Enhancer
«  CeleMag™ Clean-up Magnetic Bead
«  CeleMag™ Streptavidin Magnetic Bead
«  CeleMag™ Normalization Magnetic Bead
«  CLM Polymerase
+  Bioinformatics Software
(F)ayua US Office India Private Limited
HE MEA| M IIMCIXIH1Z 131 BYCSIO|AE| AS 19-205 1709 Rimpau Ave. Ste. 105 8th Floor, Whitefield Rd, Brigade Metropolis, Garudachar
& CELEMICS Tel. +82.2.6746.8067 Fax. +82.2.6746.8073 Corona, CA 92881 Palya, Mahadevapura, Bangalore, Karnataka - 560048
U BIEETIES G i GENTTES Gl Tel. +1.951.805.8845 Tel. +91.80000.57106
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Only Ultra has the power to adapt

NanoDrop Ultra Microvolume

UV-Vis Spectrophotometers
and Fluorometers
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with pure mRNA for your experiments

EcoQprep™

MRNA Kit

Fast turnaround time : <10 min

v/ 70% Faster than Spin Columns
v MRNA Extraction :9 min
" Nucleic Acid Extraction : 5 min

Compatible with diverse sample types

Column
methods

BiONEER

Innovation s Value « Discovery

@3Binding @ 1%washing ® 2™washing @ 3¥washing @ Incubation @ Elution

*For mRNA purification within 10 miniutes

Increase sensitivity

Sample - Diverse sample from animal and plante with pure mRNA,
o without DNA/rRNA
Sample Kit Purity  Purity  Yield R(a"EL% A/°,
(Azso/Az0)  (AssolAozo)  (pg) Total RN,;)
AccuPrep® Universal RNAKit  2.10 1.99 9.31 Total RNA
HeLa  2x10° 3.14
cell - cells  Ecoqprep™ mRNAKit 212 173 | 029
AccuPrep® Universal RNAKit ~ 2.17 223 19.06
Mouse 3.86
Liver 10mg
EcoQprep™ mRNA Kit 2.16 1.76 0.74
AccuPrep® Universal RNAKit  2.10 1.98 25.13
Mouse 2.00
Brain 10mMg ’
EcoQprep™ mRNAKit 223 1.63 0.50
AccuPrep® Universal RNAKit 197 1.06 8.69
Brocoli 40 mg 1.82
EcoQprep™ mRNA Kit 1.97 0.72 0.16
Sample - IVT(In Vitro Transcription) mRNA
Sample AmountofBead Purity. Purity. Yield Binding capacity
(mg) (Asso/Azso’ (Azeo/Azao (uL) (ng/mg)
IVT mRNA 0.5 2.56 2.58 2.6 5.21
. Hlo|2Ljop S2EAE| Hlo|2L|o} CHEIE] Hjo|2L{of R&DHIE]
Healthier Future for O RAREAE22 71 OO L7 22 811 27| et BeT g ERz 700
Lo . Tel 1 1588-9788 Tel: 1588-9788 Fajojuto| o3 BS 7022
Humamty with Genomic TEChn0|Ogy E-mail : sales@bioneer.cokr E-mail : sales@bioneer.co.kr Tel: 031-628-0500

Copyright 2025 © BIONEER CORPORATION. All rights reserved.
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Real-time WB Imaging System

37 mEH UV Gel Doc. J2| 1 white O|O|X|7}X|!
W5000 Plus WB Imaging System (UV, White)

2tH 5| M22 Real-time WB Imaging System

Color Marker Imaging
AAIZtoolg 2=
Ot %Xt 2E

HIOY AR|O|C|E A8t

021 HEH QL SHHoj|!

TR

A S - ——

rmrm :
i

WB Imaging Result

Real-time Western Blot / Al Xt= 0|0|&7tX|!

info@welltory.co.kr, info@gfkbio.com / 031-417-0974
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